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2019  was a fantastic year for our SynGen 
Series, with record attendee numbers 
and a great selection of vendor 

companies exhibiting at the event. Overall, we saw growth 
of 19% from 2018 to 2019; we are delighted to see that our 
meeting provides such great educational opportunities and 
networking for more attendees each year. Our team worked 
extremely hard at this year’s meeting to deliver memorable 
on-site experiences for all. To make sure we continue this, 
we have been collecting feedback and suggestions from 
our speakers, delegates and solution providers, enabling us 
to deliver an even better event in 2020. To achieve this, we 
held advisory board dinners with key opinion leaders on-site, 
alongside asking selected attendees to complete a ‘Delegate 
Diary’, mapping attendee experience from their arrival to the 
last networking break! These initiatives provided us with a 
myriad of invaluable feedback to take into the 2020 campaign.

We were pleased to learn that you continue to enjoy the 
multifaceted nature of the programme, which covers 
key areas across genomic research, from NGS in drug 
development & personalised healthcare through to case 
studies on single cell ‘omics analysis. Organisations at 
the forefront of this field delivered presentations on 
new platforms and emerging tools in this space, whilst to 
increase the interactivity of the programme we also featured 
workshops on ‘Single-Cell Sequencing for Immunologists’ 
and ‘From Single Cells to Mutli-Omics’.

We of course cannot forget our popular Genome Editing 
Congress. With gene editing tools becoming advanced 
enough to realise their therapeutic potential, decision-
makers working in academia and pharma discussed the 
need to consolidate all techniques to facilitate disease 
modelling and drug development. Our comprehensive 

WHO DID YOU MEET AT THE 
NOVOTEL LONDON WEST?

programme included a workshop on ‘The Advancement of 
CRISPR in Discovery & Therapeutic Development’. A further 
theme of the event this year was Synthetic Biology, where 
on Day 1 we focussed on tool design and development, 
before on Day 2 evaluating the applications of these tools in 
the pharmaceutical industry. New for 2019 was our Digital 
PCR track, covering a range of innovations allowing the 
integration of digital PCR with NGS, Genome Editing and 
other novel PCR systems. Further discussion centred on the 
diverse applications of this technology, including its growing 
potential in personalised medicine, targeted drug monitoring 
and to assess the effectiveness of immunotherapies. 

We have now begun to look to the future of the series, as 
we start preparations for the 2020 Series. We are delighted 
to share that we have decided to reposition the SynGen 
branding and rename the event our NextGen Omics Series. 
This decision reflects the expanding nature of omics studies, 
enabling us to dig deeper into these topics within next year’s 
programme. Read on to see more about the 2019 congress 
and to have a sneak peek at some of the 2020 congress plans.

We are excited to see the continued growth of this forum, 
with new sponsors and attendees joining us each year. We 
hope to have the opportunity to work with even more of you 
in 2020!

- Peter Franko, Portfolio Director
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The Single Cell Analysis Congress took place last week in London, UK. Paul Oakley, our Regional Manager for 

Europe, Muriel Breteau, Nadia Shakir and Juliane Fischer, three of our Application Specialists and two of our 

Research Biologists, were lucky enough to join this meeting. The conference had an excellent array of speakers, 

with talks from some of the best-known names in the single cell community, including: Roman Zubarev, Akos 

Vertes and Klaas Mulder to name a few. Some of the hot topics during this meeting were centered around 

multi-omics and multi-prolonged approaches as well as spatial transcriptomics.

This first day began with an array of talks, including presentations from Florian Rambow, Stephen Clark and 

Bart Westendorp.  One fascinating talk was on High-Throughput Single Cell Metabolomics from Akos Vertes, 

who demonstrated a robust method for single cell metabolomics using Laser Ablation Electro Spray Ionization.

Following on from Thursday, the second day showcased similar themes, but this time focusing more on 

antibody discovery and single cell data analysis, with talks from Caroline Gubser Kelleron on Data Powered 

Drug Discovery, and Klaas Mulder on RAID-seq – a method for intracellular (phospho-)protein quantification 

combined with RNA-seq from single cells.

The conference ended on Friday, but not before more great sessions covering the hot topic of single cell 

applications in therapeutic discovery and development, with talks on deep mining of the antibody repertoire 

and T-cell heterogeneity. This was rounded up by a parallel stream on single cell data analysis, detailing some 

of the analysis challenges that the field faces, as well as the newest developments, such as the introduction 

of the new single cell data analysis tool, SCHNAPPs.

During the event, Dolomite Bio also launched their newest application note “Encapsulating single cells in 

agarose”. Using the Nadia Innovate, single cells can now be encapsulated in agarose and grown for long 

periods of time within these individual microenvironments. This approach permits a range of research into 

various scientific fields, including single cell research. 

Encapsulating single cells in agarose is particularly 

beneficial when undertaking cancer research to study 

tumor development, drug screening once colonies of 

cancer cells are established and growing single cells in 

gel spheres (which can also facilitate cell seeding onto 

3D scaffolds to form hydrogel matrices for in vitro tissue 

synthesis).

To find out more, or to download our newest application 

note, please visit our application page.

Review of the SynGen Series UK 2019
Juliane Fischer, Senior Post Sales, Applications & Support Specialist
15 November, 2019

#GenSeriesUK19

REGISTRATION & OPENING ADDRESS
The morning registration was quick and efficient; the event workbook 
was available for pickup which is useful to make notes and to keep 
track of the agenda. Use of Digital PCR for cancer patient follow up; 
we are just starting this technology in our laboratory, I found it very 
interesting how well the dPCR complements NGS and improves its 

specificity and sensitivity. Dr. Valerie Taly stated several examples of how both technologies are improving 
estimating treatment response and outcome.

PRESENTATIONS
Evaluation of in vivo, cas9 and base editors off targets – It’s beneficial to learn new technologies that 
are not directly related to translational cancer research in our laboratories. Single Cell Pathology: FFPE 
Samples One Cell At The Time – Our laboratory work with FFPE Samples a lot, although not on the 
single cell level, still it was interesting to learn about the new cell sorter and sorting of solid biopsies. 
Ultrasensitive Digital PCR Methods For Monitoring ctDNA With Chromosomal Rearrangement And Point 
Mutation – Presentation of the new SAGAsafe and SAGAsign methodologies which seems to outperform 
all other assays. IntelliSelect Technology – Deep Mining Of Kymab’s Human Antibody Repertoire introduced 
human immunoglobulin gene regions in mice which help in describing human antibody repertoire. Also, useful 
information presented by Catherine Goh from siTOOLs Biotech on ribosomal RNA depletion in RNA-Seq.

NETWORKING
I was able to join my friends and colleagues from other Belfast laboratories and Royal Marsden Hospital. 
We visited a friend’s poster presentation and Bio-Rad Laboratories exhibition booth displaying their new 
Droplet Digital™ PCR (ddPCR™) Technology system. I spoke with Xiangyu Rao from Integrated DNA 
Technologies as Queen's University Belfast could utilise their NGS adaptors/probes in our laboratory in the 
future. On day two, I had an informative discussion with a representative at the STILLA Technologies 
exhibition booth regarding crystal digital PCR which we may be interested in using in our laboratory. There 
was also a mosquito demo for miniaturisation of assays in the lab brought by TTP Labtech. This congress 
format makes it easy to meet biopharma company representatives, other researchers and learn about the 
latest industry leading novel technologies in molecular biology and many other areas.

VENUE, FOOD, DRINKS & ENTERTAINMENT
The venue is very well organised, and the standard of talks is very good. Oxford Global staff are friendly 
and helpful; I believe they really tried to make sure the attendees enjoyed themselves.
Lunch was very good and there was plenty of delicious options. In the evening, there were great 
opportunities to have a chat with friends and network with industry professionals. We were pleasantly 
surprised by the food and my friend and I had a caricature made by an artist as a nice memento of the 
event. Overall, the food and drinks were excellent.

DELEGATE DIARIES

Name: Jana Gazdova

Research Technician at Queen’s University Belfast

https://www.dolomite-bio.com/
https://www.dolomite-bio.com/applications/agarose-encapsulation/
https://www.dolomite-bio.com/applications/agarose-encapsulation/
https://www.dolomite-bio.com/product/nadia-innovate/
https://www.dolomite-bio.com/applications/agarose-encapsulation/
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“Intimate size fostered 
great conversations. Event was 
focused in exhibitors, speakers 

and attendees. High quality 
leads.”

- Application Specialist, 
Cellenion & SCIENION

“Very focused; 
intimate setting and 

group of people. Just the 
right size for networking and 

the like. Excellent talks and good 
interchange between speakers and 

audience.”
- University of Minnesota Medical 

School, Professor of Medicine 
and Genetics, Cell Biology, and 

Development; Director, Molecular 
Gastroenterology Program

“Good attendance 
from people targeted in 

Single Cell Analysis.”
- Director Sales and 

Marketing, 
MMI - Microscopic Single 

Cell Isolation

“I’m an exhibitor 
and the exhibit/meals 

space was the perfect size 
for the group. Big enough to 
handle the lunch crowds but 
small enough that the exhibit 

tables weren’t lost.”
- Senior Market Development 

Manager, Labcyte

“Wide range of topics with 
the most updated technology 

in the field.”
- Assistant Professor, Director 

of the Functional Genomics 
Laboratory in Respiratory 

Diseases, 
Brigham and Women’s 

Hospital, HMS

 
“The diversity of 

speakers in terms of 
their work/techniques 

presented.”
- Computational Biologist, 

Broad Institute

“Talks by world experts, 
lots of networking 

opportunities.”
- Harvard University/DFCI, 

PhD Candidate



YOU SPOKE,
WE LISTENED:

Networking

Programme Content

You like our multi-track programme and general themes of the 
congress year on year. For 2020, you’d like to hear more about 
Whole Genome Sequencing Data Analysis, Bioinformatics and 
NGS informatics. You also suggested to include more on Cell and 
Gene therapies, as part of the Genome Editing track and include 
qPCR content within the Digital PCR track.
Done! For 2020, there will be one whole conference track dedicated 
to topics within these areas. Stay tuned for programme updates.

Many of our attendees would like to see specialised workshops 
at the event.
For 2020, we will be expanding the event to a three-day forum. 
Alongside the popular two-day programme, there will be a third 
day prior to the event. This day will feature deep dive sessions 
and interactive technology workshops available to attendees from 
academia, pharma and biotech companies.

Poster Session

You would like to see more poster presentations.
To increase the number of posters at the 2020 event, Oxford 
Global will host the Young Scientist Poster Award. This competition 
is intended to honour an outstanding individual performance for 
research by early career scientists. The winner will receive £1,000 
contribution towards travel costs.

We have received many positive comments about the continuous 
growth of the event and quality of networking opportunities.
We will be working hard throughout the 2020 campaign to ensure a 
15% increase in attendees.

Your feedback highlighted that we need to make networking 
breaks more engaging and fun.
In 2020 we will run competitions to win a prize during every 
networking break. We are also in the process of confirming our 
resident caricaturist, magician and other forms of entertainment.

Venue

You told us that you like Novotel London West but you found 
it challenging to navigate to the right conference room when 
changing from one track to another.
We will have more signage scattered around the venue and more 
Oxford Global staff available to help you.

Attendees of our Digital PCR track suggested to book a larger 
room for 2020 as this track was very popular.
Already secured!
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NEXTGEN OMICS 
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For exhibition or sponsorship enquiries e-mail: 
sponsorship@oxfordglobal.co.uk

For speaker opportunities e-mail Cerlin Roberts: 
c.roberts@oxfordglobal.co.uk

For delegate attendance enquiries e-mail: 
marketing@oxfordglobal.co.uk

6TH ANNUAL 

GENOME 
EDITING 

CONGRESS

8TH ANNUAL 
SINGLE CELL 
ANALYSIS 
CONGRESS

12TH ANNUAL 
NGS & CLINICAL 
DIAGNOSTICS 
CONGRESS

2ND ANNUAL 
DIGITAL 

PCR 
CONGRESS

4 EVENTS IN 1

FORTHCOMING EVENTS UPCOMING WEBINARS

You don’t need to wait until future events to get involved!

Our LinkedIn and Twitter groups are an excellent way of keeping up 
to date on the industry and with your peers.

Follow @NextGenOmics on Twitter and join the 
Congress conversation with #NextGenOmicsUK20

>> Follow @NextGenOmics

Connect and network with industry and academic 
peers through our LinkedIn group.

>> Join our LinkedIn group

Visit our Content HUB to gain access to our 
complimentary resources, including Webinar 
Recordings, Q&A Sessions, Video, Market Surveys, 
and much more!

>> Visit the Content HUB

NEXTGEN OMICS

BOSTON, USA
07 - 08 APRIL 2020

If you are looking for US-based Omics events, look no further than our NextGen Omics Series US, 
taking place in April 2020, in Boston, USA. More details can be found at:

www.oxfordglobal.co.uk/nextgen-omics-series-us/

NEXTGEN OMICS
SERIES US 2019

NEXTGEN OMICS

Don’t miss our complimentary Live Webinars taking 
place in the coming weeks!

Hear straight from the experts, get your questions answered, 
and then download the recording.

Chemically-Modified 
Polynucleotides for Inhibiting, 
Expressing and Repairing 
Nucleic Acids: Then and Now
Presented by Tod Woolf, 
Founder & CEO, ETAGEN Pharma, Inc.

Tuesday, 10 March 2020, 
15:30 - 16:30 GMT

FluidFM: A New Approach To 
CRISPR Gene Editing

Presented by Dr. Paul Monnier, Field 
Application Scientist, Cytosurge AG and 
Dr. Maria Milla, Life Sciences 
Application Scientist, Cytosurge AG

Thursday, 19 March 2020, 
13:00 - 14:00 GMT

>> Register Online (Free)

>> Register Online (Free)

https://www.oxfordglobal.co.uk/hub/
https://twitter.com/NextGenOmics
https://www.linkedin.com/groups/3322291/
https://www.oxfordglobal.co.uk/nextgen-omics-series-us/
https://register.gotowebinar.com/register/5447536258034143756
https://register.gotowebinar.com/register/8405322596402052619


Partek® Flow® combines the powerful statistics 
you trust with rich, interactive visualizations. 
With an intuitive point-and-click interface, no 
command line experience is needed. Go from 
start-to-finish analysis in one software with 
data from any single cell technology including 
single cell RNA-Seq, CITE-Seq, antibody 
capture sequencing, cell hashing, flow 
cytometry, mass cytometry, and more. Learn 
more about Partek Flow single cell analaysis 
at www.partek.com/single-cell.

North America: +1-314-878-2329  
Europe: +44-20-7193-2691 
Asia/Australasia: +65-6808-8706    
sales@partek.com  |  www.partek.com

Partek is a registered trademark of Partek Incorporated. All other brand or product names mentioned are trademarks owned by their respective companies or organizations. Copyright © 2019 Partek Incorporated.                
               copyright of Kanehisa Laboratories. Under license from Pathway Solutions Inc. 

Partek Flow Single Cell Analysis

 Import single cell data from any technology

 Download files from online repositories

Process raw data (BCL, FASTQ, FCS, etc.)

Process UMIs, adapters, and cell barcodes

Align and quantifiy with industry standard tools

Filter cell barcodes

Cell quality filtering

Normalize and filter data

Demultiplex cell hashing data

Remove batch effects

Isolate cell types and discover subpopulations

Cluster cells and identify cluster biomarkers

 Identify differentially expressed genes and proteins  
by cell type

 Identify differentially expressed genes and proteins 
within cell types between samples

Compare cell population frequencies between  
 experimental groups

Perform trajectory analysis (Monocle)

Find enriched gene sets and pathways

 Analyze multi-omics data like CITE-Seq  
and ECCITE-Seq

Request Your 
FREE 14-day Trial
www.partek.com/trial

Partek® Flow® combines the powerful statistics 
you trust with rich, interactive visualizations. 
With an intuitive point-and-click interface, no 
command line experience is needed. Go from 
start-to-finish analysis in one software with 
data from any single cell technology including 
single cell RNA-Seq, CITE-Seq, antibody 
capture sequencing, cell hashing, flow 
cytometry, mass cytometry, and more. Learn 
more about Partek Flow single cell analaysis 
at www.partek.com/single-cell.

North America: +1-314-878-2329  
Europe: +44-20-7193-2691 
Asia/Australasia: +65-6808-8706    
sales@partek.com  |  www.partek.com

Partek is a registered trademark of Partek Incorporated. All other brand or product names mentioned are trademarks owned by their respective companies or organizations. Copyright © 2019 Partek Incorporated.                
               copyright of Kanehisa Laboratories. Under license from Pathway Solutions Inc. 
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Remove batch effects
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Cluster cells and identify cluster biomarkers

 Identify differentially expressed genes and proteins  
by cell type

 Identify differentially expressed genes and proteins 
within cell types between samples
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Request Your 
FREE 14-day Trial
www.partek.com/trial

THANK YOU TO OUR SPEAKERS AND SPONSORS

Thank you once more to all who made the 
SynGen Series UK 2019 a success: to all 
attendees, speakers who presented at the 
event, and our sponsors above.
We hope to see you again next year!

T H A N K  Y O U 
FOR COMING

BRONZE

SILVER

NETWORK AND PROGRAMME SPONSORS

DIAMOND


